In the title compound, C 15 H 13 N 5 , the N-containing heterocycles are linked by an ethylene spacer in a gauche conformation, the N-C-C-C torsion angle along the linker being 60.1 (3) . The dihedral angle between the terminal benzotriazole and benzimidazole rings is 39.02 (6) . In the crystal, adjacent molecules are connected by N-HÁ Á ÁN hydrogen bonds, forming an infinite chain along the c axis.
stacking interactions [centroid-centroid distance = 3.8772 (7) Å ] between the benzotriazole rings of neighbouring chains extend these chains into a supramolecular sheet in the bc plane. Weak intermolecular C-HÁ Á ÁN interactions further stabilize the crystal structure.
Related literature
For the synthesis and antiviral activity of bis-heterocyclcic compounds containing both benzotriazole and benzimidazole, see: Pagani & Sparatore (1965) ; Paglietti et al. (1975) ; Katritzky et al. (1996); Yu et al. (2003) ; Tonelli et al. (2008) . For the crystal structure of 1-(benzimidazol-2-ylmethyl)-1Hbenzotriazole, see: Liu et al. (2007) Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2007); cell refinement: SAINT (Bruker, 2007); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL and DIAMOND (Brandenburg, 1999) ; software used to prepare material for publication: SHELXTL. (Pagani et al. 1965; Paglietti et al. 1975; Katritzky et al. 1996) and some of them exhibit potent antiviral activity (Yu et al. 2003; Tonelli et al. 2008) , but the structure-function relationship of these novel potential drugs is still a research focus. The structural determination of 1-(Benzimidazol-2-ylmethyl)-1H-benzotriazole has been fulfilled (Liu et al. 2007) .
In this paper, the crystal structure of its analogue 1-(2-(1H-Benzimidazol-2-yl)ethyl)-1H-benzotriazole was reported. The molecular structure of the title compound, (I), is depicted in Fig. 1 . In the molecule, benzotriazole and benzimidazole rings are arranged in a gauche conformation about the ethylidene linkage, as described by the N1-C7-C8-C9 torsion angle of 60.1 (3) °. Both heterocyclic rings are planar and the dihedral angle between them is 39.02 (6) °. In the crystal packing, adjacent molecules are self-assembled through intermolecular N4-H14···N5 i hydrogen bonds (Table 1) between benzimidazole groups into an infinite one-dimensional non-linear chain along the c axis ( Fig. 2) , which is further held together via face-to-face π-π stacking [centriod-centriod distance = 3.8772 (7) Å, symmetry code: -x, 1 -y,2 -z] between the benzotriazole groups coming from neighbouring non-linear chains resulting in a two-dimensional supramolecular layer parallel to the bc plane ( Fig. 3) . Weak C1-H1···N3 ii hydrogen bonds (Table 1) exist between the layers contributing to the construction of the three-dimensional network.
Experimental
The mixture of 3-(1H-benzotriazole-1-yl)-propionic acid (3.8 g, 0.02 mol) and ο-phenylenediamine (3.2 g, 0.03 mol) were dissolved in 2 mol/L HCl (10 ml) and refluxed for 10 h to yield a brown solution. After cooling, the solution was filtered to remove the unreacted ο-phenylenediamine. Concentrated NH 3 .H 2 O was added to the resulting filtrate continuously until the gray solid was precipitated completely. The gray solid was redissolved in a small amount of CH 3 OH at room temperature. Two weeks ago, colorless block-like crystals of (I) suitable for X-ray diffraction analysis were obtained. (yield 47%) Elemental analysis found: C 68.69; H 5.32; N 26.64%; calculated for C 15 H 13 N 5 : C 68.42; H 4.98; N 26.60%.
Refinement
All H atoms were positioned geometrically (C-H = 0.93-0.97 Å and N-H = 0.84 Å) and refined as riding atoms, with U iso (H) = 1.2 times U eq (C) or 1.5 times U eq (N). 
Special details
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 108.4 (2) C12-C13-C14 118.1 (3) N3-C5-C4 131.2 (3) C12-C13-H13 120.9 C6-C5-C4 120.4 (3) C14-C13-H13 120.9 N1-C6-C5 104.6 (2) C13-C14-N5 130.6 (2) N1-C6-C1 133.1 (2) C13-C14-C15 119.6 (2) C5-C6-C1 122.3 (3) N5-C14-C15 109.8 (2) N1-C7-C8 111.6 (2) N4-C15-C10 133.1 (2) N1-C7-H7A 109.3 N4-C15-C14 104.8 (2) C8-C7-H7A 109.3 C10-C15-C14 122.1 (3) N1-C7-H7B 109.3 N2-N1-C6 109.9 (2) C8-C7-H7B 109.3 N2-N1-C7 120.6 (2) H7A-C7-H7B 108.0 C6-N1-C7 129.0 (2) C9-C8-C7 111.8 (2) N3-N2-N1 109.1 (2) C9-C8-H8A 109.3 N2-N3-C5 108.0 (2) C7-C8-H8A 109.3 C9-N4-C15 107.9 (2) C9-C8-H8B 109.3 C9-N4-H14 124.0 C7-C8-H8B 109.3 C15-N4-H14 127.7 H8A-C8-H8B 107.9 C9-N5-C14 104.9 (2) Hydrogen-bond geometry (Å, °) supplementary materials sup-7 
